Protocol

Third meeting of the German/Russian Virtual Network of Bioinformatics for “Computational Systems Biology” and the meeting “Russian-EU virtual network in silico” 

June 7, 2006
St. Petersburg, Russia 
Introduction

During the preparation of Meeting of German/Russian virtual network of Bioinformatics for Computational Systems Biology we planned to organize it as satellite conference parallel to the International Symposium “EU Russia: Prospects for Cooperation in Biotechnology in the Seventh Framework Programme”. The moderators of the Meeting (Prof. N. Kolchanov, Prof. R. Hofestadt, Prof. K. Skryabin) decided to extend the range of discussed problem and take into consideration Russian – EU collaboration in plant biotechnology since this topic would be of a considerable interest to other EU-Russia Symposium participants. Thus, the meeting title has been changed for Parallel Satellite Meeting “Russian-EU virtual network in silico” and the Program compiled included topics on bioinformatics approaches in plant biotechnology.
Program (see attachment A)

Participants

Prof. Hofestädt (Bielefeld University, Bielefeld, Germany) made a review of funding opportunities which may be used to support research projects and visits between Russian and German universitues and research institutes.

Prof. N. Kolchanov (ICG, Novosibirsk, Russia). Report included brief description of bioinformatics approaches in protein functional analysis and computational modeling of shoot apical meristem development in plant embryogenesis.

Dr. E. Korotkov (Centre “Bioengineering”, Moscow, Russia) made a report on hidden periodicities in amino acid sequences and their potential relations with protein functional properties.

Prof. M. Samsonova (Polytechnical University, St. Petersburg, Russia) presented the computational approaches to model complex biological patterns.

Dr. M. Lohmann (University Cologne, Cologne, Germany) presented information on the bioinformatic courses in University Cologne.

Prof. C. Rawlings (Rothamsted Research, GB) reported on current bioinformatic research and educational projects in Rothamsted Research.
Dr. A. Kochetov (ICG, Novosibirsk, Russia) presented the report on distance learning in bioinformatics and current computer techniques that can be applied to make the education process efficient.

Discussion
Several actual problems were discussed. 

Prof. Marc Zabeau (European Plant Science Organization, Chair; Ghent, Belgium) appreciated the experience accumulated by Russian and German collaborators during the Network establishing. He suggested to use this experience to organize productive collaboration between Russian and EU researchers in plant bioinformatics and systems biology fields. Such a collaboration might occur in the frames of EU Seventh Framework Programme.
Prof. K. Skryabin (Centre “Bioengineering”, Moscow, Russia) supported this idea and described some fields of potential collaboration between the Russian and EU research organizations.
Prof. Andrzej Legocki has also appreciated collaboration between EU and Russian scientists and proposed the participation of several bioinformatics research groups from Poland.
Prof. Kolchanov and Prof. Hofestadt considered that plant bioinformatics could be an important activity of German/Russian virtual network of Bioinformatics for Computational Systems Biology and this field might attract more researchers and organization interested in collaboration.
Round table. The discussion was continued after the Meeting.

Prof. Marc Zabeau (European Plant Science Organization, Chair; Ghent, Belgium) described the main problems of plant bioinformatics in EU programs concerning plant biotechnology (e.g., the gap between investigations of “model” and “crop” plants, the absence of efficient integration of local bioinformatic tools and informational resources). He also attracted attention to potential usefulness of participation between Russian mathematician groups in computational systems biology modeling. Collaborative efforts of group from 6 – 7 countries may be highly productive.

Prof. M. Chumakov (Institute of Biochemistry and Physiology of Plants and Microorganisms, Saratov, Russia) supposed to include “Virtual gene-to-gene-network for the establishment of plant-microbe interaction (GNPMI)” in the list of potential projects.

Prof. N. Kolchanov discussed the problem of integration of bioinformatic resources on the base of protein-centered approach (i.e., plant functional proteins may be used as a basis for integration of all the related data on protein structures and functional sites, corresponding genes, promoters, regulatory signals, gene and metabolic networks, etc.). He also outlined potential projects that may be proposed by ICG as a background for plant bioinformatic resources and their integration (databases GeneNet, AGNS, TRRD, TRSIG, PDBsite, TGP; ontologies developed in ICG for arabidopsis). Another topic concerned the organization matter: he listed Russian groups that may be involved in the plant bioinformatics research (Institute of Cytology and Genetics SB RAS & Novosibirsk State University, Novosibirsk; Polytechnical University, St. Petersburg; Centre for Bioengineering RAS, Moscow; Institute of Physical-Chemical Medicine, RAMS, Moscow).

Prof. M. Samsonova suggested to concentrate efforts on the knowledge bases generated by automatic analysis of abstracts and full text papers. This may be an important database integration and cross-linking technique.

Prof. C. Rawlings listed some perspective potential projects (the database of nutrient utilisation and stress response genes supported by text mining; ontologies for integrative and comparative crop science research). 
Prof. Hofestadt attracted attention to the computational modeling of metabolic and gene networks as most essential components (and outputs) of systems biology. He also evaluated the number of bioinformatic centres in Germany (~10) that may have an interest in collaboration in plant bioinformatics.
Prof. K. Skryabin (Centre “Bioengineering”, Moscow, Russia) supposed the participants to prepare their suggestions separately and send them to Prof. Zabeau for editing and integration into a common bioinformatics-to-plant-biotechnology platform. This suggestion was accepted by all participants.
Resume 

All the participants agreed to do the following:

· Prepare their suggestions to present the common bioinformatics & computational systems biology platform for plant biotechnology. Send the materials to Prof. Zabeau for further promotion. 

· Arrange the next Meeting parallel to Fifth International Conference on Bioinformatics of Genome Regulation and Structure (Novosibirsk, July 16-22, 2006). Discuss the problems of plant bioinformatics and collaborative activities in this field between EU countries and Russian research and education centres. Discuss the meeting program in more details during the time remained.

· Discuss the opportunity to invite new members to participate in German/Russian virtual network of Bioinformatics for Computational Systems Biology.

· Make a www-site of German/Russian virtual network of Bioinformatics for Computational Systems Biology.
Attachment A. The programme of the Parallel Satellite meeting “Russian-EU virtual Network in silico”

1. Information about the organizational infrastructure for the Cooperation within the 

“German/Russian Virtual Network of Bioinformatics” Prof. N.A. Kolchanov (15 min.) and Prof. R. Hofestadt (15 min).

2. Scientific reports about new results: 

“Computer proteomics –functional sites analysis and recognition in 3-D protein structure”, 

Prof. N.A. Kolchanov (15 min).

“A Cellular automation model for the shoot apical meristem development in embryogenesis of Arabidopsis thaliana” – R. Akberdin, E.A. Ozonov, V.V. Mironova, A.V. Komarov, N.A. Omelyanchuk, V.A. Lihoshvay. – presented by Prof. N. Kolchanov (15 min)

“Modeling of flower development” Dr. E. Korotkov•(15 min)
“On tentative joint research projects” - Prof. M.G. Samsonova (15 min).

“Metabolomics, Bioinformatics, Systems Biology - an overview of research and teaching activities at CUBIC” Dr. M. Lohmann (15 min)

Biomathematics and Bioinformatics at Rothamsted Research.  Prof. C. Rawlings – 15 min.

Informational computer technologies for the remote education in systems biology. Dr. A. Kochetov ( 30 min)

3. Discussion – 30 min.

4. General conclusion – 15 min.



























